
Ciona−intestinalis−KY21_Chr7.453.v2.SL1−1_NONE
YOURSEQ4_Ciona−intestinalis_BAD10864_CiCesA−CesA−domain

Ciona−savignyi_ENSCSAVT00000016381.1_CesA−gene
chr−Phallusia−fumigata_g18512.t1_NONE

chr−Phallusia−fumigata_g18513.t1_NONE
Phallusia−mammillata−A_S562.g10084.01.t.p1_CesA
chr−Ascidiella−scabra_g18014.t1_NONE
chr−Ascidiella−aspersa_g13699.t1_NONE

chr−Corella−eumyota_g5175.t1_NONE
chr−Trididemnum−nubilum_g46537.t1_NONE
chr−Trididemnum−miniatum_g36845.t1_NONE
chr−Trididemnum−clinides_g35290.t1_NONE
chr−Diplosoma−virens_g70526.t1_NONE

chr−Aplidium−turbinatum_g28034.t1_NONE
chr−Pycnoclavella−producta_g28549.t1_NONE

chr−Pycnoclavella−producta_g13425.t1_NONE
Clavelina−lepadiformis−SU_CVLEPA9221_NONE

chr−Trididemnum−nubilum_g42017.t1_NONE
chr−Trididemnum−nubilum_g42021.t1_NONE
chr−Trididemnum−miniatum_g27050.t1_NONE
chr−Diplosoma−virens_g15176.t1_NONE
chr−Trididemnum−clinides_g43657.t1_NONE

chr−Phallusia−fumigata_g13998.t1_NONE
Phallusia−mammillata−A_S274.g06522.01.t.p1_CesAb
chr−Ascidiella−scabra_g16894.t1_NONE
chr−Ascidiella−aspersa_g19616.t1_NONE

chr−Polycarpa−mamillaris_g13476.t1_NONE
chr−Corella−eumyota_g2740.t1_NONE

scaffold−Salpa−aspera_g24228.t1_NONE
Salpa−thompsoni−t_g13110.mRNA_NONE

scaffold−Pegea−sp_g1491.t1_NONE
chr−Thalia−democratica_g22416.t1_NONE

chr−Asterocarpa−humilis_g6744.t1_NONE
Styela−clava_XP039271153.1_uncharacterized−protein−LOC120345
chr−Polycarpa−mamillaris_g24385.t1_NONE
scaffold−Botrylloides−violaceus_g1149.t1_NONE
scaffold−Botrylloides−violaceus_g5931.t1_NONE
Botrylloides−leachii_v3.S157.g03251.01.p_CesA−gene

chr−Botryllus−schlosseri−N1_g15841.t1_NONE
chr−Halocynthia−papillosa_g12713.t1_NONE

Halocynthia−roretzi_2014.S460.g03186.02.t_NONE
Halocynthia−aurantium_2014.S429.g05012.01.t_NONE

chr−Polycarpa−mamillaris_g24387.t1_NONE
Salpa−thompsoni−t_g13111.mRNA_NONE

YOURSEQ3_Molgula−tectiformis_AB543516.1_Mt−CesA−CesA−domain
Molgula−occidentalis_S469068.g15915.01.p_CesA−gene

Molgula−oculata_Moocul.CG.ELv1−2.S71617.g04842.01.p_CesA−gen
Oikopleura−dioica−AOM_g6493.t3_NONE
Oikopleura−dioica−OSKA_g2597.t3_NONE

Oikopleura−dioica−KUM_g15992.t1_NONE
Oikopleura−dioica−OKI2018_CAG5107970.1_NONE

Oikopleura−dioica−Bar2_g1728.t1_NONE
YOURSEQ2_Oikopleura−dioica_AB543593.1_Od−CesA2−CesA−domain

Oikopleura−longicauda−P_g13011.t2_NONE
Oikopleura−longicauda−P_g3846.t3_NONE

Oikopleura−dioica−AOM_g3295.t1_NONE
Oikopleura−dioica−OSKA_g10718.t1_NONE
Oikopleura−dioica−Bar2_g9193.t1_NONE

Oikopleura−dioica−KUM_g5283.t1_NONE
Oikopleura−dioica−OKI2018_CAG5088061.1_NONE

YOURSEQ1_Oikopleura−dioica_AB543594.1_Od−CesA1−CesA−domain
Selaginella−moellendorffii_EFJ05960_Glycosyltransferase−CAZy
Selaginella−moellendorffii_EFJ07118_Glycosyltransferase−CAZy
Selaginella−moellendorffii_EFJ27254_Glycosyltransferase−CAZy
Selaginella−moellendorffii_EFJ04424_Glycosyltransferase−CAZy

Selaginella−moellendorffii_EFJ05962_Glycosyltransferase−CAZy
Selaginella−moellendorffii_EFJ04212_Glycosyltransferase−CAZy

Streptomyces−griseus_7j4X1JzCL6−lWJo_NONE
Streptomyces−coelicolor_CAB65566_SCO2836−putative−glycosyl−

Streptomyces−griseus_95PYYdPaaV12uaq_NONE
Kitasatospora−setae_Xs1PzYo1Y0lb3NH_NONE

Streptomyces−griseus_IUgJSsmWQiYhBLH_NONE
Arabidopsis−thaliana_AT4G31590.1_CSLC5−CSLC5
Arabidopsis−thaliana_AT2G24630.1_CSLC8−Probable−xyloglucan−

Arabidopsis−thaliana_AT3G28180.1_CSLC4−Glycosyltransferase−
Arabidopsis−thaliana_AT4G07960.2_CSLC12−CSLC12

Arabidopsis−thaliana_AT3G07330.2_CSLC6−Probable−xyloglucan−
Chlamydomonas−reinhardtii_PNW81972_Cre06.g268550−hypothetica

Streptomyces−griseus_sqMIJM09SW9gJI0_arnC_3−Undecaprenyl−pho
Streptomyces−coelicolor_CAB72208_SCO2962−putative−bi−functi

Streptomyces−coelicolor_CAB44539_SCO4554−putative−bi−functi
Kitasatospora−setae_QgLqo0wh2BI−rKk_Beta−monoglucosyldiacylg
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