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Web *v—JI ORTHOSCOPE #Ri%

ORTHOSCOPE v1.5.2 - AORI: yurai

Gene tree and orthogroup estimation using a species tree (< 5 min as default). 2 July 2022
Instructions, Species tree Support: Safari(except for v14), Firefox, Chrome
NEWS A script for genome wide data, ORTHOSCOPE¥*, has bee published.
Focal group

Actinopterygii Mammalia Vertebrata Deuterostomia Protostomia Acropora Plants
Status Ready.

Execute

Mode O Estimating gene tree Comparing gene and species trees
Upload file Sequences (fasta): @ DNA  Amino acid Example fasta file: DNA, Amino acid

Z

Species tree (newick): Z7r7LEBER 771 LRER

If not selected, this tree is used.

BLAST

Sequence collection

BLAST E-value threshold for reported sequences le-5 le-4 ©Ole-3 le-2 le-1 1

Number of BLAST hits to report per genome 03 5 10 20

Alignment

Aligned site rate threshold 00 02 04 055

within unambiguously aligned sites

Tree search

Dataset Amino acid ©@DNA (Exclude 3rd)  DNA (Include 3rd)

Rearrangement BS value threshold 060% 70%

80%

Key node Nephrozoa or Bilateria I n O u e

+
HInF ki

and Satoh (2019) MBE
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ORTHOSCOPE demonstration

ORTHOSCOPE v1.5.2 - AORI: yurai

Gene tree and orthogroup estimation using a species tree (< 5 min as default). 2 July 2022
Instructions, Species tree Support: Safari(except for v14), Firefox, Chrome

NEWS A script for genome wide data, ORTHOSCOPE#*, has bee published.

Focal group
Actinopterygii Mammalia Vertebrata Deuterostomia Protostomia Acropora Plants
Status Ready.
Execute

Mode O Estimating gene tree Comparing gene and species trees
Upload file Sequences (fasta): @ DNA  Amino acid Example fasta file: DNA, Amino acid

Yz

Species tree (newick): 77 rILEBR 771 ILEER If not selected, this tree is used.

Sequence collection
BLAST E-value threshold for reported sequences le-5 le-4 ©Ole3 le-2 le-l 1
Number of BLAST hits to report per genome 03 OS5 10 20
Alignment
Aligned site rate threshold 00 0.2 04 0.55
within unambiguously aligned sites
Tree search
Dataset Amino acid ©DNA (Exclude 3rd) DNA (Include 3rd)
Rearrangement BS value threshold 060% < 70%  80%

Key node Nephrozoa or Bilateria




Deuterostomia

Hemichordata Saccoglossus kowalevskii Helical acorn worm OIST-R 34239
1 Saccoglossus kowalevskii 1 Helical acorn worm RefSeq89 20922
Ptychodera flava Yellow acorn worm OIST-S 34647
Echinodermata Strongylocentrotus purpuratus Purple urchin EnsMet38 28842
| Strongylocentrotus purpuratus 1 Purple urchin RefSeq89 27728
Acanthaster planci Crown-of-thorns OIST-S 24323
starfish (Okinawa)
| Acanthaster planci 1 Crown-of-thorns RefSeq89 16468
starfish (Okinawa)
| Acanthaster planci GBR Crown-of-thorns OIST-S 24747
starfish (Great Barrier
Reef)
Cephalochordata O Asymmetron lucayanum Lancelet TSA 104311
@ Branchiostoma belcheri Belcher's lancelet LanceletDB 30392
() Branchiostoma belcheri 1 Belcher's lancelet RefSeq89 23855
() Branchiostoma lanceolatum Mediterranean Amphiencode 23586
amphioxus
Branchiostoma floridae Florida lancelet JGI 21954
(O Branchiostoma floridae 1 Florida lancelet RefSeq89 28621
Urochordata
Appendicularia Oikopleura dioica Pelagic tunicate OikoBase 17217
Thaliacea ) Salpa thompsoni Salpa TSA 76798
Enterogona Ciona savignyi Pacific transparent sea Ens91 11616
squirt
) Ciona savignyi 1 Pacific transparent sea aNISEED 20115
squirt
Ciona intestinalis Transparent sea squirt Ens91 16671
()1 Ciona intestinalis 1 Transparent sea squirt RefSeq89 13520
Molgulidae ) Molgula occidentalis — aNISEED 33023
(1 Molgula oculata Sea grape aNISEED 16616

Stvelidae (1 Botrvlloides leachii Leache's ascidian aNISEED 15839
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Homo—sapiens—E102_ENST00000405440.7 TBX5

Homo—-sapiens—E102_ENST00000367821.8 TBX19
= Oryzias—latipes—E102_ENSOSIT00000018726.1_NONE
98 Cyprinus—carpio XP018961810.1_T-box—containing—protein
00l Oryzias—latipes—E102_ENSOSIT00000037124.1_tbxta
—— Cyprinus—carpio_XP018967337.1_brachyury—protein—homolog—-A
100 Homo-sapiens—E102_ENST00000366876.7 TBXT
94,
81

Oryzias—latipes—E102_ENSOSIT00000035933.1_tbxtb




fm o, 120D R ELEE

Homo—sapiens—E102_ENST00000405440.7 TBX5

96

98

Homo—-sapiens—E102 _ENST00000367821.8 TBX19

— Cyprinus—carpio_XP018961810.1_T—-box—containing—protein

100

L Oryzias—latipes—E102_ENSOSIT00000018726.1 _NONE
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v [ result3300
B 010_candidates_nucl.txt
& 020_treeRearranged.pdf
s 020_tree.pdf
100_2ndTree.zip
000_summary.txt
010_candidates_prot.txt

AAN oo mroml bl

#it#dnHHAHA RS HAH#E Results ######HRARHAHAHY

>Queries_used_in_the_analysis
Homo-sapiens_ENST0OO000296946.6_T-T-brachyury-transcrip
Branchiostoma-floridae BRAFL121413_ NONE o
Homo-sapiens_ENSTOORO0389554.7_TBR1-T-box-brain-1 %humm¢gmmﬁ?

L_scm-aapiar_ES Totsaes (st _THES-T-bm-5
L

108,

100 —icrogn - e S R, NN

>BootstrapValue_OrthogroupMonophyly i P o SO

The orthogroup monophyly is supported by 100% bootstra %Q - : ffl» '
>0Orthogroup il el

Acanthaster-planci_okil5-190_NONE
Botryllus-schlosseri_botctgf02459g63408_NONE |
Branchiostoma-belcheri BRBE102770F-t1 NONE i LSD alk weblic Thesaurus 100 101 103 104 &<5®VPS Sakura dbCNS ws oistServer BraSyn BraTree30 |

Branchiostoma-belcheri BRBE102780R-t1_ NONE 2251
Used4treeSearch 00011111111111111111111111111111111

Branchiostoma-floridae_BRAFL121413_NONE Crassostrea-gigas EKC28235_T-box-brain-protein-1 ---GATA.AGTG. . ..GELG. .ALLG. . .
Branchiostoma-floridae BRAFL279431 NONE Pinctada-fucata pfu5110-102705t1_NONE -==TA.A.TGTT.. «GRLG. AL .2

Ciona-intestinalis_ENSCINTOEEEOO01477.3_brachyury-t
Acanthaster-planci_oki20-22_NONE --—ca.n..@E.

Ciona-savi gny i —ENSCSAVTDOBOGOO?'BSS - l—NON E Strongylocentrotus-purpuratus SPU025584-tr SP-TBR-Uncharacte ===GA.A..GTT

Crassostrea-gigas_EKC28765_Brachyury-protein Saccoglossus-kowalevskii Sakowv30002752_ NONE ---GAA. .GGTA. . TH- - -TG. .ALIA. . .
) =" - - = Ptychodera-flava PF12118-t1 NONE ---GAA. .TGTT
Drosophila-melanogaster_FBtr0332070_byn-brachyente (L L R AL L LT s B B R eS| ———GAA..TL.A.
- I s 1 . 726. T i Iry-ti Gallus-gallus ENSGALT00000042658.3 EOMES-eomesodermin ---GAGA....T.
Gallus nglUS_ENSGA LTO0000018726 4—T T braChyur}' ¢ Homo-sapiens_ENST00000449599.3 EOMES-eomesodermin --=-GAGA.T..A.

Gallus-gallus_ENSGALTO0000024597.3_TBX19-T-box-19 Gallus-gallus ENSGALT00000067150.1 TBR1-T-box-brain-1 ---GAGEES
Homo-<saniens ENSTAAAAA29G946 6 T-T-hrachyviiry -t ranc ittt ettt ~--CALMBESSE -

XN | B file:///Usersfinouejunmp/Downloads/result3300/010.alr  C

These results can be downloaded.
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GitHub

O Why GitHub? Enterprise Explore Marketplace Pricing Sign in |Sign up‘
[ jun-inoue / orthoscope ©wWatch 0  sStar | 3 YFork 2 I z I I I I I

<> Code Issues © Pull requests 0 Projects 0 Wiki Security Insights

e Dismiss t
Join GitHub today
GitHub is home to over 36 million developers working together to host ‘
and review code, manage projects, and build software together. , / \ ’ ‘ ‘

o
An automatic web tool for phylogenetic i s
640 comms Species Tree Hypothesis d~

Branch: master v

/] Basal
™ metazoans
{Cnidarians

B images __— I@-
Prolosmmesl_—{ Spiralians (%g
i tarfiles -— L T

2 o5 store Vertebrate species tree hypothesis

2L jun-inoue a

SREADNER Bilaterians, %I and lostomata Eptatretus burgen Inshore hagfish
i o . Petromyzon marinus Sea lamprey
README.md Deuterostomes %Cg%) Gnathostomata (Kikugawa et al. 2004) Cmndﬁchm'ﬂmomddobif Callorhinchus milii Elephant shark
ommes Rhincodon typus Whale shark
Chordates e Actinopterygii Ray-finned fish
i Rhinatematidas Latimeria chalumnae Coelacanth
ORTHOSCOPE o e =) Rhinatrema bivittatum Twodlined caecilian
Verteb| - T Caecilia tentaculata Guayaquil caecilian
g orres-Sanchez 18) Typhlonectes compressicauda Cayenne caecilian
Web servise: https://orthoscope, Bony vertebrates (Torres-Sanchez 18) | Siphonopidae I Microcaecilia dermatophaga  Tiny white caecilian
Jan. 2019). (Z"‘L%er and L Microcaecilia unicolor Caecilian
Mirror site: htto: - oya 2003 Tylototriton wenxianensis Wenxian knobby newt
: http://www.fish-evolt X ) "
5 terygn [ )l\(lanorana parken High Himalaya frog
Japanese instruction: http://wwy % and _| enopus tropicalis Westem clawed frog
eyer[ Gekkonidae Xenopus laevis Clawed frog
2003) - Gekko japonicus Schlegel's Japanese gecko
L epidosauria Serpentes Dolonias Colbndae Python bivittatus Burmese python
— (Townsend Unidentata _rL| Colubroidea - Thamnophis sirtalis Common garter snake
Our h OtihetiC' etal. 2004) _M: Protobothrops mucrosquamatus Taiwan habu
yp ' Tetrapodal . amidae Protobothrops flavoviridis Habu
Mever and lguania 'M_Da odae Pogona vitticeps Central bearded dragon
%ar&?ya 2003) Sauria Trionychidae . dachioidae Anolis carolinensis Green anole
M b Testudines Cheloridas Pelodiscus sinensis Chinese soft-shelled turtle
etazoa Durocryptodira - Chelonia mydas Green seaturtie
didae Terrapene mexicana Mexican box turtle
Archelosauria o Chrysemys picta Painted turtle
— Teyerand ] . Crocoius/Gavias Crocodylus porosus Estuanne crocodile
%ar 2003) G lia (Oaks 2011) Gavialis gangeticus True gharial
Amnica] AlﬁgatorIAves Alligator I Alligator mississippiensi American alligator
oy Meyer and Alligator sinensis Chinese alligator
(Kikugawa %a 2003 Aves Birds
et al,%004) - ya - ‘ Omithorhynchus anatinus Platypus
5 = Monodelphis domestica Gray short-tailed opossum
— - Dibrotodonta Sarcophilus harrisii . Tasmanian devil
Dasyuromorphia/Diprotodontia Cnoiata e Notamacropus eugenii Tammar wallaby
Mammalia p=aduai = Dasypus novemcinctus Nine-banded ammadillo
er and - . L (050 Choloepus hoffmanni Hoffmann's two-fingered sloth
%ar 2003) Tubulidentata/Tenrecidae % Orycteropus afer Aardvark
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